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SEQUENCE LISTING 



SEQ ID NO : 1 

bmcJl : 

ATGCGAACTTTCGTTCATGGCGACGGGCGCCTGCCGAGCGACTTGGCGGCTG 
ATCTGGGCCTTTATCGGCACGGAGTTTT 

CGTCGAGCAGCTCGGCTGGAAACTGCCGTCGGCAAGCGAAGGGTTCGAGCG 
GGATCAGTACGATCGCGACGATACCGTCT 

ATGTGTTCGCCCGCGACGACGACGGGGAAATCTGCGGCTGCGCCCGGCTGCT 
GCCGACGACCCGCCCGTATCTGCTGAAG 

GAACTGTTCCCGACGCTGGTCGCGCAAGACATGCCGTTGCCGCAATCCGCCG 
CCGTCTGGGAATTGTCGCGCTTCGCCGC 

GAACGCCGAGGATCCGGCCGGGGGCGGCAACCCGGCCTGGGCGGTGCGGCC 
GATGCTCGCCGCCGTCGTCGAGTGCGCCG 

CGCGGCTTGGCGCGAAGCAACTGATCGGCGTGACGTTTCTGAGCATGGAGCG 
CCTGTTCCGCCGGATCGGCGTGCACGCG 

CACCGGGCGGGGCCCGCGCAGCAGATCGACGGGCGCATGGTCGTCGCGTGCT 
GGATCGACCTCGACGCGCAAACGCTCGC 

CGCGCTCGATCTCGACCCGCTGCTGTGCGCGCCGCCCGCCGAAGCCGCCTGA 

SEQ ID NO :2 
bmaI3: 

ATGTCATACATCATCGCGGGCCGATTGAACGAACTGCCGCCGCACGTCCAGA 
CCGATCTCGGCGCGTATCGCTACGACGT 

GTTCGTGCGCCGGCTCGGCTGGACGATCGCCGGCCACTCGCTCGACGAACAT 
GCGGAGTGGGACGAGTTCGACGGGCCGT 

CGACGATTCATGTCGTCGCGCTCGACGACGCGCGCGAGATCTGCGGCTACGC 
ACGCCTGCTGCCGACGACGGGCCCGTAT 

CTGCTGCGCGACGTGTTTGCGCATCTGCTCGGCTCGTCGCCCGCGCCGCAATC 
GCCTGCCGTCTGGGAAATGTCGCGCTT 

CGCCGCGTCGCGGCGGCGGCGAAGCGCGACCGAGCGCGAGCCGCTCGGCAT 
GGCGTTCTTTCCGTCGGTGCTCACGGTGG 

CCGCGTCGCTCGGCGCGACGCGCGTGGTCGGCGTGATGACGCCATCGATCGA 
ACGCCTGTACCGCCGCTCGGGCATCGCG 

CTGCATCGCCTCGGCAACGCGATGCCGGGCGCGGGCGGCAGCCTGTCCGCAT 
GCTCGATCGATCTGCCGCGCCTCGCGTT 

CGCGCCGTTGGGCCTCAAGCAGTGCGCGGCGTGCCTGGCGATGCATTGA 

SEQ ID NO :3 
bmaRl: 

ATGGAACTGCGCTGGCAAGACGCCTATCTTCAATTTAGCGCCGCGGAGAACG 
AGCAGCAGCTCTTCCAACAGATCGCCGC 

GTATACGAAGCGGCTCGGCTTCGAATATTGCTGCTATGGCATACGCGTGCCGT 
TGCCGATCTCGAAGCCGGTCGTCGCGA 
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TTTTCGACACCTATCCGAACGGCTGGATGGAGCGCTACCAGGAAATGAACTA 
CCTGGAGGTCGATCCGACCGTACGCGAG 

GGCGCGCTCAGCTCGAACATGATCGTCTGGCCGGAGGCGAGCGCGAGCGAC 
GCGACGACGCTCTGGAGCGACGCGCGCGA 

TCACGGGCTGGCGGTCGGCGTCGCGCAGTCGAGCTGGGCCTCGCGCGGGGTG 
TTCGGTCTCCTGACGATCGCGCGGCACA 

CGGACCGCCTGACGTCCGCCGAGATCAACCATCTGACGTTGCAGGCGAACTG 
GCTCGCGAACATGTCGCACTCGCTGATG 

AGCCGTTTTCTCGTGCCGAAGCTCGCGCCCGAATCGGGCGTGGCGCTCACGC 
ACCGCGAGCGGGAGGTGCTGTGCTGGAC 

GGGAGAGGGCAAGACCGCGTGCGAGATCGGGCAGATCCTCAGCATCTCCGA 
GCGCACGGTGAACTTTCACGTCAACAACA 

TCCTCGACAAGCTCGGCGCGACGAACAAGGTGCAGGCCGTCGTGAAGGCGAT 
CGCGATGGGGCTCATCGACGCGCCGTAA 

SEQ ID NO :4 
bmaR3: 

ATGTCATACATCATCGCGGGCCGATTGAACGAACTGCCGCCGCACGTCCAGA 
CCGATCTCGGCGCGTATCGCTACGACGT 

GTTCGTGCGCCGGCTCGGCTGGACGATCGCCGGCCACTCGCTCGACGAACAT 
GCGGAGTGGGACGAGTTCGACGGGCCGT 

CGACGATTCATGTCGTCGCGCTCGACGACGCGCGCGAGATCTGCGGCTACGC 
ACGCCTGCTGCCGACGACGGGCCCGTAT 

CTGCTGCGCGACGTGTTTGCGCATCTGCTCGGCTCGTCGCCCGCGCCGCAATC 
GCCTGCCGTCTGGGAAATGTCGCGCTT 

CGCCGCGTCGCGGCGGCGGCGAAGCGCGACCGAGCGCGAGCCGCTCGGCAT 
GGCGTTCTTTCCGTCGGTGCTCACGGTGG 

CCGCGTCGCTCGGCGCGACGCGCGTGGTCGGCGTGATGACGCCATCGATCGA 
ACGCCTGTACCGCCGCTCGGGCATCGCG 

CTGCATCGCCTCGGCAACGCGATGCCGGGCGCGGGCGGCAGCCTGTCCGCAT 
GCTCGATCGATCTGCCGCGCCTCGCGTT 

CGCGCCGTTGGGCCTCAAGCAGTGCGCGGCGTGCCTGGCGATGCATTGA 

SEQ ID NO :5 
bmaR4: 

ATGCCGTTGCCGATCCGCTGTGGCGAAGGGCCGTCGCCGCAGCAGCGCGGTG 
CGCCGCGTGCGGCCCGTCGCCCGTCGAG 

AACGCTACGTTCGGCGACGAGACCGGGGGCGCCGCGTGCGCGGACGGTCTTG 

CGGGCATGTCCTGTTCGATCGTCGGCCG 

ACGCTTGCGTCGTGCGTGTCGAGTCCGCCGACAATCACCCGCAGCGGTCTTC 
AGCGGTCTTTCGGCGCGCGACGCCTGGC 

CCGCCATGCGTACGAGGGCGCATGGCGCAGCATGTTCGCGGCCTGCCGGGGC 
GGCGTCGAGCGTGCGCGGCGGCAGCCGT 

GATGCAGGTGTGGCCGGCGCGCGCGGGATTCGAGCGATGCTCGAGCGCCGA 
GCGCCGGTTCGGCTTCGGCGCAGGCGGCC 
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GATTGTCCCGCCGCGTTCGACGAAACGAACGGCGTGCCGTGCTTCGGCGGCG 
CGGCAGGCAAGCTCGCCGGCGTTTCGCC 

GCGCGCGGGCCGCCGTTGCCCTCTCGCCCCTTTCGAGCACGCTTTCTTCATTG 
GTTCGCTAACGTAACTTCCTCACTTGA 

GCTGGGCGGTTCTATGTTCGAAGGCTTGTCCATTGGTTCGTTTAACGAAATTC 

TGAACGCGACTTGCAAGAAGAGCCTCT 

TTGAGCAGACGGCGTATCAC 

SEQ ID N0:6 
bmaR5: 

ATGAGGGCGGCGATGGGGAACTGGGCGGAGGATCTGCTGGCGGGGCTCGAC 
AGCGCACGATCCGAGGAAGAGGCGTTTCG 

AAGCGTCGAAACCGCGGCGGCGGCGCTCGATTTCGAATACTGCGCATACGGG 
CTGCGCGTGCCGTGGCCGCTGTCCAGGC 

CGCGCATCGAGACGCGCAGCAACTTTCCCGAGCAATGGAAGCGGCGCTACGT 
CGAGGCGGGTTTCCTCGATGTCGATCCG 

ATTCTCGCGCACGGCCGCCGATCGCAGCAACCGGTCGTCCTCGCCGAGACGC 

TGTTTGCGTCCGCGCACCAGATGTGGGT 

CGAGGCGCAGTCGTTCGGGTTGCGGTTCGGCTGGGCGCAGTCGAGCTTCGAC 
GCGTATGGCGGCATGGGCATGCTCGCGC 

TCGTCCGCTCGCGCGAGCCGGTGACGGCGGCGGAACTCGACGCGAAGGAGT 
ACCGGATGCGCTGGCTCGTGCGCACCGCG 

CACGCCGCGCTCGGCCGCATGATGTTGCCCAAGCTGATGGCGGACCCGGAGC 
GCGGGCTGACCGAGCGCGAGGTCGAGGT 

GCTCAAGTGGGCGGCGGACGGCAAGACGTCCGGCGAGATCTCGAAGATCCTC 

GCGATATCCGTCGATACGGTGAATTTCC 

ACGTGAAGAACGCGATCCTGAAGCTCAGGACGGCGAACAAGACGGCGGCCG 

TCGTGCGCGCGGCGATGCTCGGGTTGCTG 

AGCTGA 

SEQ ID N0:7 
bpmll: 

ATGCGAACTTTCGTTCATGGCGACGGGCGCCTGCCGAGCGACTTGGCGGCTG 
ATCTGGGCCTTTATCGGCACGGAGTTTT 

CGTCGAGCAGCTCGGCTGGAAACTGCCGTCGGCAAGCGAAGGGTTCGAGCG 
GGATCAGTACGATCGCGACGATACCGTCT 

ATGTGTTCGCCCGCGACGACGACGGGGAAATCTGCGGCTGCGCCCGGCTGCT 
GCCGACGACCCGCCCGTATCTGCTGAAG 

GAACTGTTCCCGACGCTGGTCGCGCAAGACATGCCGTTGCCGCAATCCGCCG 
CCGTCTGGGAATTGTCGCGCTTCGCCGC 

GAACGCCGAGGATCCGGCCGGGGGCGGCAACCCGGCCTGGGCGGTGCGGCC 
GATGCTCGCCGCCGTCGTCGAGTGCGCCG 

CGCGGCTTGGCGCGAAGCAACTGATCGGCGTGACGTTTCTGAGCATGGAGCG 
CCTGTTCCGCCGGATCGGCGTGCACGCG 

CACCGGGCGGGGCCCGCGCAGCAGATCGACGGGCGCATGGTCGTCGCGTGCT 
GGATCGACCTCGACGCGCAAACGCTCGC 
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CGCGCTCGATCTCGACCCGCTGCTGTGCGCGCCGCCCGCCGAAGCCGCCTGA 

SEQ ID N0:8 
bpmI2: 

ATGATCGATACGACCGTCATAAGCGCCGCGCAACTGGATTCCACCGTCAAGG 
CAGCACTCGGCAATTATCGTCGGGCGAT 

ATTCATCGAGAAACTCGGCTGGCCATTGCCGTTGGTCGACGGGCTCGAGATC 
GATCAGTTCGATCGTCCCGATACGATTT 

ACGTGGTCGGCAAAACAGAGTCCGGCGATATCTGCGGATGCGCCCGCCTGCT 
GCCCACGACGAGGCCCTACCTGCTCGGC 

GAGGTGTTCCCCGATCTGATGGGCGACGCGGCGCCGCCCTGCTCGGCGCACG 
TGTGGGAAATCTCGCGATTTTCGTCTTC 

GATCCTCTCCGGAGGGCCGGACGCGCTGCGGCAGGCTCACCGCAATACGCGC 
ATCCTGCTCGCGAAAATCGTCCGCTTTG 

CGCAGGCGGCCGGCGTGAAGCGGCTGATCACCGTTTCGCCGCTCGCAGTCGA 
GCGGCTGCTCAACCGTCTGAAAGTCCAT 

ATTCACCGCGCGGGTCCGCCTCGGTTGATCGACGGCAAGCCGGTGTTCGCGT 

GCTGGATCGAGGTGGACGACATCACGCT 

CCAAGCGCTCGACATCGAGCCGGCCGCCGATTCGGCCGCCGGCGCGCTGCGC 
CATTCGTGA 

SEQ ID N0:9 
bpmI3: 

ATGTCATACATCATCGCGGGCCGATTGAACGAACTGCCGCCGCACGTCCAGA 
CCGATCTCGGCGCGTATCGCTACGACGT 

GTTCGTGCGCCGGCTCGGCTGGACGATCGCCGGCCACTCGCTCGACGAACAT 
GCGGAGTGGGACGAGTTCGACGGGCCGT 

CGACGATTCATGTCGTCGCGCTCGACGACGCGCGCGAGATCTGCGGCTACGC 
ACGCCTGCTGCCGACGACGGGCCCGTAT 

CTGCTGCGCGACGTGTTTGCGCATCTGCTCGGCTCGTCGCCCGCGCCGCAATC 
GCCTGCCGTCTGGGAAATGTCGCGCTT 

CGCCGCGTCGCGGCGGCGGCGAAGCGCGACCGAGCGCGAGCCGCTCGGCAT 
GGCGTTCTTTCCGTCGGTGCTCACGGTGG 

CCGCGTCGCTCGGCGCGACGCGCGTGGTCGGCGTGATGACGCCATCGATCGA 
ACGCCTGTACCGCCGCTCGGGCATCGCG 

CTGCATCGCCTCGGCAACGCGATGCCGGGCGCGGGCGGCAGCCTGTCCGCAT 
GCTCGATCGATCTGCCGCGCCTCGCGTT 

CGCGCCGTTGGGCCGCAAGCAGTGCGCGGCGTGCCTGGCGATGCATTGA 

SEQ ID NO: 10 
bpmRl: 

ATGGAACTGCGCTGGCAAGACGCCTATCTTCAATTTAGCGCCGCGGAGAACG 

AGCAGCAGCTCTTCCAACAGATCGCCGC 

GTATACGAAGCGGCTCGGCTTCGAATATTGCTGCTATGGCATACGCGTGCCGT 
TGCCGATCTCGAAGCCGGTCGTCGCGA 
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TTTTCGACACCTATCCGAACGGCTGGATGGAGCGCTACCAGGAAATGAACTA 
CCTGGAGGTCGATCCGACCGTACGCGAG 

GGCGCGCTCAGCTCGAACATGATCGTCTGGCCGGAGGCGAGCGCGAGCGAC 
GCGACGACGCTCTGGAGCGACGCGCGCGA 

TCACGGGCTGGCGGTCGGCGTCGCGCAGTCGAGCTGGGCCTCGCGCGGGGTG 
TTCGGTCTCCTGACGATCGCGCGGCACA 

CCGACCGCCTGACGTCCGCCGAGATCAACCATCTGACGTTGCAGGCGAACTG 
GCTCGCGAACATGTCGCACTCGCTGATG 

AGCCGTTTTCTCGTGCCGAAGCTCGCGCCCGAATCGGGCGTGGCGCTCACGC 
ACCGCGAGCGGGAGGTGCTGTGCTGGAC 

GGGGGAGGGCAAGACCGCGTGCGAGATCGGGCAGATCCTCAGCATCTCCGA 
GCGCACGGTGAACTTTCACGTCAACAACA 

TCCTCGACAAGCTCGGCGCGACGAACAAGGTGCAGGCCGTCGTGAAGGCGAT 
CGCGATGGGGCTCATCGACGCGCCGTAA 



SEQIDN0:11 
bpmR2: 

ATGGAGATGCACGACTTTCTTCAATTTTGGCTAAACGAATTTTCACGCAGTGA 
GAACCCACAGCACGTCATTTCCGTCTT 

GACCCGCGCGGCCGCGACGCTCGGCTACGAATACGCCGCCTACGGCATGCGC 
CGCCCCTTTCCGATCAGCAATCCGCCGA 

TCCTCATGGTGTCCAACTATCCCGCCCGATGGCAGGAACGCTATATCGAAGC 
GCGATTCGCGAACATCGACGGCGCGGTG 

AAGGCCGCGCTCGGCAGCGACCGGCCCGTGACCTGGAGCGCGCCCGCCAAC 
GCATCGAAAAGCGCATTCTGGGCGGAGGC 

GCTGTCGTTCGGCATCGCCCACGGCTGGTCGTCCGCGTCGCGGGGCGCGGAC 
GGCGCGATCGGCGTGCTGACGCTGTCGA 

GAACGCAGGACCCGATCGACACCGCGGAGAAGTTTCGCAACGAGAGCATCG 
TGCACTGGCTCGCCAATGTCGCTCATGCG 

TCGATGGCGCCGTTCCTGCCCGCCGCCGACGAGTTCGATCCGGACCTCACGC 
GCCGCGAGACCGATGTGCTGAAATGGAC 

GGCCGACGGAAAGACAGCGTACGAAATCGCGCTGATTCTCAGCATCTCGGAG 
AGCACCGTCAATTTTCACGTGAAGAATA 

TCGTCTCCAAGCTGGGCTCCACGAACAAGATACAGGCCGTGGCCAAGGCCGC 
GCTGATGGGGATGCTGTGA 

SEQrDN0:12 
bpmR3: 

ATGCTCTCCGCCGCGTTGCCGGAATCGCGCGACGTCCGCACGCTGGTCGAGA 
CTTTCAGGCAGGCGGCGCTGCAGATCGG 

CTACCAGCACCATGCGATCGTCGAGCTGTCGGGCGCATCGCATCCGGCGTCG 
ATCGACGTCGTCTCGCTGCACTATCCGT 

CCGAGTGGGTCGAGCACTACACCCGCAACGACTACTTCGCGATCGATCCCGT 
CCATCGCGCGGCATTCCGCTACAGCACG 
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CCGTTCTCGTGGAACGACGTCGCGACGGCGAACCTGCGCGAGCGGCATCTGC 
TGATGGAAGCCGAGGACGCGGGCCTCGA 

CAACGGCATCAGCATCCCGCTGCATCAGCCGCTCGGACGCGTGCTGCTGGTG 
AGCCTGTCCGGCACCGCGCCGACGCACG 

ATGCCGATGCGAAATGGCGCAACGCGTACCTGCTCGGCATGCAGTTCAATCT 
GCAGTTCCAGAGCATGCGCACGTGCCGC 

CCGATTCCGCCGTCCGTCCACCTGACGGATCGCGAACAGATGTGCCTCACGT 
GGGTCGCGCGCGGCAAGTCGTCGTGGGT 

CATCGCGAACATGCTCGACATCTCCAAATACACGGTCGACTTCCACATCGAG 
AACGCGATGGAGAAGCTCAACACGCGCA 

GCCGCACGTTCGCCGCCGTGAAGGCGACGCGGCAGGGGCTCATCTTTCCATG 
A 

SEQIDN0:13 
bpniR4: 

ATGGCGCGAACGCGCCGAGGGGCAAGCGAATCGCGCCGCAGCGCGCGCGCC 
GGCGCGATAGCCGCGCGACCTGCGTTCCG 

CGCCCGCCGCACAGGCGGGTCGCCGCGCGGTCGCGCGCAACCGCTTGCGCGC 
GGCGGCGGCGCGCGCTCAGATCAACCCG 

CGCGCCGATGCGATGACGACCGCCTGCGCGCGGTTGTTCGCGCCTATCTTGC 
GTGCGGCGTTCGACAGATGAAACACGAC 

CGTGCGCTCCGAGATGCCGAGAATCTTCGAGATTTCCCACGCCGTCTTGCCGC 
GCCCCGCCCACTGCAGCGATTCGCGCT 

CGCGCGCGGTCAGATCGCACGAGCCCTGCCGTCTGAGCCGGCAATCGAGCAG 
CTCGTGCATCGCCGCGTGCACGAAGCTC 

GCGAGCAACTGCGACAGGCTCAGCAGCCGCAGTATGTCGCTCGCGTCGTGCT 
CGAACGGATCGTCGGTCGCCATGCTGAG 

CATGCTGATCGCGCCGCTGCGATCGTGAACGGGGCAACTGAGCCCGTAGACG 
AGGCCGTACGATTTCGCCTCGTCGCGCA 

TGAGCTTCGCGCGGCTGGTCGTATAGAGGTCGTCGTGCCAGATGAGCGGCAC 
GGTCCGGCACCGGCAATGCTGAACGACG 

GGATCGATCGACAGGTAGTCGGCGGCGTCGTAGCGCAGCCGCCACTCGGCCG 
GAAATCCGTCGAGCATGCAGCGGCTCGA 

CGCCGCGCCGGAGATCTGATGCCGGTACGCGAAATTCTTGAAGCCCAGTTGG 
CGAACGTGATACGCCGTCTGCTCAAAGA 

GGCTCTTCTTGCAAGTCGCGTTCAGAATTTCGTTAAACGAACCAATGGACAA 

GCCTTCGAACATAGAACCGCCCAGCTCA 

AGTGA 

SEQIDN0:14 
bpmR5: 

ATGAGGGCGGCGATGGGGAACTGGGCGGAGGATCTGCTGGCGGGGCTCGAC 
AGCGCACGATCCGAGGAAGAGGCGTTTCG 

AAGCGTCGAAACCGCGGCGGCGGCGCTCGATTTCGAATACTGCGCATACGGG 
CTGCGCGTGCCGTGGCCGCTGTCCAGGC 
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CGCGCATCGAGACGCGCAGCAACTTTCCCGAGCAATGGAAGCGGCGCTACGT 
CGAGGCGGGTTTCCTCGACGTCGATCCG 

ATTCTCGCGCACGGCCGCCGATCGCAGCAACCGGTCGTCCTCGCCGAGACGC 
TGTTTGCGTCCGCGCACCAGATGTGGGT 

CGAGGCGCAGTCGTTCGGGTTGCGGTTCGGCTGGGCGCAGTCGAGCTTCGAC 
GCGTATGGCGGCATGGGCATGCTCGCGC 

TCGTCCGCTCGTGCGAGCCGGTGACGGCGGCGGAACTCGACGCGAAGGAGTA 
CCGGATGCGCTGGCTCGTGCGCACCGCG 

CACGCCGCGCTCGGCCGCATGATGTTGCCCAAGCTGATGGCGGACCCGGAGC 
GCGGGCTGACCGAGCGCGAGGTCGAGGT 

GCTCAAGTGGGCGGCGGACGGCAAGACGTCCGGCGAGATCTCGAAGATCCTC 
GCGATATCCGTCGATACGGTGAATTTCC 

ACGTGAAGAACGCGATCCTGAAGCTCAGGACGGCGAACAAGACGGCGGCCG 

TCGTGCGCGCGGCGATGCTCGGGTTGCTG 

AGCTGA 

SEQIDN0:15 

bmall : 

MRTFVHGDGRLPSDLAADLGLYRHGVFVEQLGWKLPSASEGFERDQYDRDDTV 
YVFARDDDGEICGCARLLPTTRPYLLK 

ELFPTLVAQDMPLPQSAAVWELSRFAANAEDPAGGGNPAWAVRPMLAAVVEC 
AARLGAKQLIGVTFLSMERLFRRIGVHA 

HRAGPAQQIDGRMVVACWIDLDAQTLAALDLDPLLCAPPAEAA 

SEQIDN0:16 
bmaI3: 

MSYIIAGRLNELPPHVQTDLGAYRYDVFVRRLGWTIAGHSLDEHAEWDEFDGPS 
TIHVVALDDAREICGYARLLPTTGPY 

LLRDVFAHLLGSSPAPQSPAVWEMSRFAASRRRRSATEREPLGMAFFPSVLTVA 

ASLGATRVVGVMTPSIERLYRRSGIA 

LHRLGNAMPGAGGSLSACSIDLPRLAFAPLGLKQCAACLAMH 

SEQIDN0:17 
bmaRl: 

MELRWQDAYLQFSAAENEQQLFQQIAAYTKRLGFEYCCYGIRVPLPISKPVVAIF 
DTYPNGWMERYQEMNYLEVDPTVRE 

GALSSNMIVWPEASASDATTLWSDARDHGLAVGVAQSSWASRGVFGLLTIARH 
TDRLTSAEINHLTLQANWLANMSHSLM 

SRFLVPKLAPESGVALTHREREVLCWTGEGKTACEIGQILSISERTVNFHVNNILD 
KLGATNKVQAVVKAIAMGLIDAP 

SEQIDN0:18 
bmaR3: 

MSYIIAGRLNELPPHVQTDLGAYRYDVFVRRLGWTIAGHSLDEHAEWDEFDGPS 
TIHVVALDDAREICGYARLLPTTGPY 
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LLRDVFAHLLGSSPAPQSPAVWEMSRFAASRRRRSATEREPLGMAFFPSVLTVA 
ASLGATRVVGVMTPSIERLYRRSGIA 

LHRLGNAMPGAGGSLSACSIDLPRLAFAPLGLKQCAACLAMH 

SEQIDN0:19 
bmaR4: 

MPLPIRCGEGPSPQQRGAPRAARRPSRTLRSATRPGAPRARTVLRACPVRSSADA 
CVVRVESADNHPQRSSAVFRRATPG 

PPCVRGRMAQHVRGLPGRRRACAAAAVMQVWPARAGFERCSSAERRFGFGAG 
GRLSRRVRRNERRAVLRRRGRQARRRFA 

ARGPPLPSRPFRARFLHWFANVTSSLELGGSMFEGLSIGSFNEILNATCKKSLFEQ 
TAYH 

SEQ ID NO:20 
bmaR5: 

MRAAMGNWAEDLLAGLDSARSEEEAFRSVETAAAALDFEYCAYGLRVPWPLSR 
PRIETRSNFPEQWKRRYVEAGFLDVDP 

ILAHGRRSQQPVVLAETLFASAHQMWVEAQSFGLRFGWAQSSFDAYGGMGML 
ALVRSREPVTAAELDAKEYRMRWLVRTA 

HAALGRMMLPKLMADPERGLTEREVEVLKWAADGKTSGEISKILAISVDTVNFH 
VKNAILKLRTANKTAAVVRAAMLGLLS 

SEQ ID N0:21 
bpmll: 

MRTFVHGDGRLPSDLAADLGLYRHGVFVEQLGWKLPSASEGFERDQYDRDDTV 

YVFARDDDGEICGCARLLPTTRPYLLK 

ELFPTLVAQDMPLPQSAAVWELSRFAANAEDPAGGGNPAWAVRPMLAAWEC 
AARLGAKQLIGVTFLSMERLFRRIGVHA 

HRAGPAQQIDGRMWACWIDLDAQTLAALDLDPLLCAPPAEAA 

SEQ ID NO:22 
bpmI2: 

MIDTTVISAAQLDSTVKAALGNYRRAIFIEKLGWPLPLVDGLEIDQFDRPDTIYVV 
GKTESGDICGCARLLPTTRPYLLG 

EVFPDLMGDAAPPCSAHVWEISRFSSSILSGGPDALRQAHRNTRILLAKIVRFAQA 
AGVKRLITVSPLAVERLLNRLKVH 

IHRAGPPRLIDGKPVFACWIEVDDITLQALDIEPAADSAAGALRHS 

SEQ ID NO:23 
bpmI3: 

MSYIIAGRLNELPPHVQTDLGAYRYDVFVRRLGWTIAGHSLDEHAEWDEFDGPS 
TIHVVALDDAREICGYARLLPTTGPY 

LLRDVFAHLLGSSPAPQSPAVWEMSRFAASRRRRSATEREPLGMAFFPSVLTVA 
ASLGATRVVGVMTPSIERLYRRSGIA 

LHRLGNAMPGAGGSLSACSIDLPRLAFAPLGRKQCAACLAMH 
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SEQ ID NO:24 
bpiriRl: 

MELRWQDAYLQFSAAENEQQLFQQIAAYTKRLGFEYCCYGIRVPLPISKPVVArF 
DTYPNGWMERYQEMNYLEVDPTVRE 

GALSSNMIVWPEASASDATTLWSDARDHGLAVGVAQSSWASRGVFGLLTIARH 
TDRLTSAEINHLTLQANWLANMSHSLM 

SRFLVPKLAPESGVALTHREREVLCWTGEGKTACEIGQILSISERTVNFHVNNILD 
KLGATNKVQAVVKAIAMGLIDAP 

SEQ ID NO:25 
bpinR2: 

MEMHDFLQFWLNEFSRSENPQHVISVLTRAAATLGYEYAAYGMRRPFPISNPPIL 
MVSNYPARWQERYIEARFANIDGAV 

KAALGSDRPVTWSAPANASKSAFWAEALSFGIAHGWSSASRGADGAIGVLTLSR 
TQDPIDTAEKFRNESIVHWLANVAHA 

SIVLAPFLPAADEFDPDLTRRETDVLKWTADGKTAYEIALILSISESTVNFHVKNIVS 
KLGSTNKIQAVAKAALMGML 

SEQ ID NO:26 
bpmR3: 

MLSAALPESRDVRTLVETFRQAALQIGYQHHAIVELSGASHPASIDVVSLHYPSE 
WVEHYTRNDYFAIDPVHRAAFRYST 

PFSWNDVATANLRERHLLMEAEDAGLDNGISIPLHQPLGRVLLVSLSGTAPTHDA 
DAKWRNAYLLGMQFNLQFQSMRTCR 

PffPSVHLTDREQMCLTWARGKSSWVIANMLDISKYTVDFHIENAMEKLNTRS 
RTFAAVKATRQGLIFP 

SEQ ID NO:27 
bpmR4: 

MARTRRGASESRRSARAGAIAARPAFRARRTGGSPRGRAQPLARGGGARSDQPA 
RRCDDDRLRAVVRAYLACGVRQMKHD 

RALRDAENLRDFPRRLAAPRPLQRFALARGQIARALPSEPAIEQLVHRRVHEARE 
QLRQAQQPQYVARVVLERIVGRHAE 

HADRAAAIVNGATEPVDEAVRFRLVAHELRAAGRIEWVPDERHGPAPAMLND 
GIDRQVVGGVVAQPPLGRKSVEHAAAR 

RRAGDLMPVREILEAQLANVIRRLLKEALLASRVQNFVKRTNGQAFEHRTAQLK 

SEQ ID NO:28 
bpmR5: 

MRAAMGNWAEDLLAGLDSARSEEEAFRSVETAAAALDFEYCAYGLRVPWPLSR 
PRIETRSNFPEQWKRRYVEAGFLDVDP 

ILAHGRRSQQPWLAETLFASAHQMWVEAQSFGLRFGWAQSSFDAYGGMGML 

ALVRSCEPVTAAELDAKEYRMRWLVRTA 

HAALGRMMLPKLMADPERGLTEREVEVLKWAADGKTSGEISKILAISVDTVNFH 
VKNAILKLRTANKTAAVVRAAMLGLLS. 
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SEQ ID NO:29 

F 5'-CCGCGACGACGACGGGGAAATC-3' 
SEQ ID NO:30 

R5 '-TCGATCCAGCACGCGACGACCAT-3 ' 
SEQIDN0:31 

F 5'-ATAAGCGCCGCGCAACTGGATTCC-3' 
SEQ ID NO:32 

R 5'-CAGGATCGCCGTATTGCGGTGAGC-3' 
SEQ ID NO:33 

F 5'-TCGCGGGCCGATTGAACGAACTGC-3' 
SEQ ID NO:34 

R 5'-GAGCGACGCGGCCACCGTGAGCAC-3' 
SEQ ID NO:35 

F 5'-CGGCTTCGAATATTGCTGCTATGG-3' 
SEQ ID NO:36 

R 5'-GAGAAAACGGCTCATCAGCGAGTG-3' 
SEQ ID NO:37 

F 5'-AGCGACCGGCCCGTGACCTGGAG-3' 
SEQ ID NO:38 

R 5'-CGGCCTGTATCTTGTTCGTGGAG-3' 

SEQ ID NO:39 

F 5'-AGACGTCGTCTCGCTGCACTATCC-3' 
SEQ ID NO:40 

R 5'-ACCCACGTGAGGCACATCTGTTCG-3' 
SEQ ID NO:41 

F 5'-GGCGTTCGACAGATGAAACACGAC-3' 
SEQ ID NO:42 

R 5'-GCTCATCTGGCACGACGACCTCTA-3' 

SEQ ID NO:43 

F 5'-CGCGTGCCGTGGCCGCTGTCCA-3' 
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SEQ ID NO:44 

R 5'-CCGCGCTCCGGGTCCGCCATCAG-3' 



